Supplementary Table 4: comparison of the transcriptome data for genes involved in Biosynthesis of cofactors and amino acids in ripen fruits from NLT/CK growing conditions.
	Gene ID
	log2(LT/CK)
	log2(HT/CK)
	Pvalue(HT/CK)
	Pvalue(LT/CK)
	Type

	101295243
	2.295
	5.305
	4.44E-27
	9.43E-05
	Biosynthesis of cofactors

	101295256
	2.070
	0.127
	0.820076476
	9.96E-05
	

	101295323
	0.610
	0.185
	0.38653832
	1.93E-04
	

	101298957
	1.375
	1.235
	6.78E-04
	7.44E-09
	

	101304565
	1.043
	0.971
	2.70E-04
	3.50E-04
	

	101306476
	4.542
	2.538
	0.065790424
	2.18E-18
	

	101308102
	-0.516
	-0.530
	1.40E-04
	3.27E-04
	

	101312822
	1.088
	0.410
	0.205453873
	1.69E-04
	

	101292031
	0.884
	1.408
	4.08E-06
	3.29E-04
	Biosynthesis of amino acids

	101292645
	1.037
	1.610
	7.11E-18
	5.73E-11
	

	101293387
	3.833
	2.860
	0.05079574
	2.08E-04
	

	101295962
	1.503
	2.712
	1.35E-17
	5.26E-11
	

	101299235
	-0.771
	0.285
	0.33664086
	3.49E-05
	

	101306476
	4.542
	2.538
	0.06579042
	2.18E-18
	

	101309440
	1.580
	3.036
	1.19E-11
	8.66E-25
	


Supplementary Data 5: Comparison of the transcriptome data for genes involved in isoflavonoid biosynthesis in ripen fruits from NLT/CK growing conditions.

	Gene ID
	log2(LT/CK)
	log2(HT/CK)
	Pvalue(HT/CK)
	Pvalue(LT/CK)
	Type

	101304511
	2.413
	-0.466
	0.55385779
	1.21E-05
	Isoflavonoid biosynthesis


Supplementary Data 6: Comparison of the transcriptome data for genes involved in glyoxylate and dicarboxylate metabolism and pyruvate metabolism in ripen fruits from NLT/CK growing conditions.

	Gene ID
	log2(LT/CK)
	log2(HT/CK)
	Pvalue(HT/CK)
	Pvalue(LT/CK)
	Type

	101302909
	0.786
	0.283
	0.128415183
	5.72E-05
	Pyruvate

metabolism

	101303992
	2.382
	0.066
	0.976240599
	5.20E-04
	

	101304515
	2.286
	0.961
	0.041991652
	8.98E-07
	

	101308102
	-0.516
	-0.530
	1.40E-04
	3.27E-04
	

	101293387
	3.833
	2.860
	0.050795745
	2.08E-04
	Glyoxylate and

dicarboxylate metabolism

	101299235
	-0.771
	0.285
	0.33664086
	3.49E-05
	

	101302909
	0.786
	0.283
	0.128415183
	5.72E-05
	

	101303992
	2.382
	0.066
	0.976240599
	5.20E-04
	


Supplementary Data 7: Comparison of the transcriptome data for genes involved in carbon metabolism in ripen fruits from DHT/CK growing conditions.
	Gene ID
	log2(HT/CK)
	log2(LT/CK)
	Pvalue(HT/CK)
	Pvalue(LT/CK)
	Type

	101290860
	-8.682
	-0.540
	4.70E-09
	0.465816828
	Carbon metabolism

	101291539
	2.563
	-0.314
	3.49E-08
	0.430405109
	

	101291684
	1.173
	0.625
	1.53E-07
	0.018108939
	

	101292384
	-1.503
	-0.965
	7.58E-04
	0.034626529
	

	101292661
	1.265
	0.243
	1.54E-09
	0.32108663
	

	101292674
	0.550
	0.045
	0.002031042
	0.827044414
	

	101293304
	1.083
	1.172
	6.79E-04
	0.01666367
	

	101295602
	1.189
	0.088
	2.63E-05
	0.734812663
	

	101296227
	1.633
	0.567
	3.48E-27
	0.005807442
	

	101296540
	1.796
	0.245
	4.34E-08
	0.514455337
	

	101296609
	0.933
	-0.022
	0.002191625
	0.947491191
	

	101296789
	1.321
	0.538
	4.62E-09
	0.015710252
	

	101298203
	1.261
	0.598
	2.49E-15
	0.012024084
	

	101298526
	-2.822
	-1.640
	0.004265858
	0.077810207
	

	101299428
	13.811
	1.949
	4.93E-07
	0.629529484
	

	101299584
	1.406
	0.597
	2.75E-05
	0.198295283
	

	101299626
	-2.225
	-1.641
	0.001422633
	0.01378359
	

	101299699
	0.642
	0.311
	6.65E-04
	0.094042057
	

	101299735
	-0.975
	-0.523
	6.19E-05
	0.013709063
	

	101300952
	-0.491
	-0.234
	0.004461474
	0.088591762
	

	101300962
	0.881
	0.312
	6.99E-05
	0.188030692
	

	101301920
	0.889
	0.167
	4.56E-05
	0.304925163
	

	101302670
	1.079
	0.077
	9.40E-04
	0.849671256
	

	101303399
	0.761
	0.172
	3.67E-05
	0.323611893
	

	101303917
	1.135
	0.212
	0.001867549
	0.583816223
	

	101303935
	0.601
	0.104
	1.87E-05
	0.622574628
	

	101304303
	0.512
	0.080
	0.002126638
	0.649406626
	

	101304611
	1.283
	0.614
	5.37E-07
	0.029251564
	

	101305036
	0.732
	0.262
	1.61E-04
	0.121391322
	

	101305570
	0.740
	0.472
	3.74E-05
	0.025204562
	

	101306035
	1.008
	1.678
	0.00237376
	7.35E-04
	

	101306237
	0.866
	0.426
	4.43E-05
	0.053595457
	

	101306411
	1.015
	0.056
	1.81E-05
	0.847094049
	

	101307033
	-3.495
	-1.945
	1.12E-04
	0.026124164
	

	101307487
	0.747
	0.470
	2.94E-07
	0.055324079
	

	101307837
	-2.416
	-1.223
	0.001300191
	0.036774706
	

	101308422
	1.487
	0.176
	1.01E-04
	0.604935562
	

	101308461
	1.175
	0.547
	1.64E-06
	0.034559321
	

	101309045
	0.413
	0.268
	0.003581105
	0.304613648
	

	101309348
	0.980
	0.076
	3.75E-04
	0.763097672
	

	101310059
	0.966
	-0.217
	0.001572849
	0.475584803
	

	101310653
	-3.052
	-1.771
	0.001613992
	0.042932414
	

	101311094
	-3.569
	-1.370
	7.21E-05
	0.077034587
	

	101311297
	1.216
	0.410
	9.89E-10
	0.041491652
	

	101311687
	0.715
	0.256
	7.80E-04
	0.194692274
	

	101312911
	1.296
	0.743
	1.94E-11
	0.006981164
	

	101314663
	1.056
	0.052
	3.74E-08
	0.727816176
	

	101314946
	1.456
	0.297
	1.14E-13
	0.154402347
	


Supplementary Data 8: Comparison of the transcriptome data for genes involved in biosynthesis of amino acids in ripen fruits from DHT/CK growing conditions.
	Gene ID
	log2(HT/CK)
	log2(LT/CK)
	Pvalue(HT/CK)
	Pvalue(LT/CK)
	Type

	101291533
	1.325
	-0.549
	0.002940304
	0.055453822
	Biosynthesis of amino acids

	101291539
	2.563
	-0.314
	3.49E-08
	0.430405109
	

	101292031
	1.408
	0.884
	4.08E-06
	3.29E-04
	

	101292459
	0.798
	0.058
	0.002012511
	0.852941962
	

	101292645
	1.610
	1.037
	7.11E-18
	5.73E-11
	

	101292666
	0.598
	0.147
	4.30E-04
	0.405494173
	

	101293304
	1.083
	1.172
	6.79E-04
	0.01666367
	

	101295397
	-2.336
	-0.290
	2.13E-05
	0.538820808
	

	101295962
	2.712
	1.503
	1.35E-17
	5.26E-11
	

	101296609
	0.933
	-0.022
	0.002191625
	0.947491191
	

	101298062
	-0.893
	-0.058
	1.74E-04
	0.806555298
	

	101298195
	1.709
	0.472
	7.96E-04
	0.539391273
	

	101298443
	-1.326
	0.200
	3.57E-04
	0.533132677
	

	101298618
	-0.984
	-0.042
	1.90E-05
	0.832308517
	

	101298674
	-1.105
	0.281
	0.002043501
	0.296769582
	

	101298831
	-0.591
	-0.331
	0.003660714
	0.01510455
	

	101298919
	0.835
	0.427
	0.002140351
	0.140630864
	

	101298933
	0.668
	-0.058
	3.80E-04
	0.826105636
	

	101299282
	0.699
	0.056
	0.004503607
	0.81957246
	

	101299584
	1.406
	0.597
	2.75E-05
	0.198295283
	

	101299626
	-2.225
	-1.641
	0.001422633
	0.01378359
	

	101299699
	0.642
	0.311
	6.65E-04
	0.094042057
	

	101300952
	-0.491
	-0.234
	0.004461474
	0.088591762
	

	101300962
	0.881
	0.312
	6.99E-05
	0.188030692
	

	101301136
	1.026
	0.074
	1.89E-05
	0.626647231
	

	101301391
	-1.712
	0.188
	0.001757209
	0.746816693
	

	101301920
	0.889
	0.167
	4.56E-05
	0.304925163
	

	101303399
	0.761
	0.172
	3.67E-05
	0.323611893
	

	101304303
	0.512
	0.080
	0.002126638
	0.649406626
	

	101304611
	1.283
	0.614
	5.37E-07
	0.029251564
	

	101305036
	0.732
	0.262
	1.61E-04
	0.121391322
	

	101306411
	1.015
	0.056
	1.81E-05
	0.847094049
	

	101307387
	0.581
	0.138
	5.85E-06
	0.336577483
	

	101307487
	0.747
	0.470
	2.94E-07
	0.055324079
	

	101307837
	-2.416
	-1.223
	0.001300191
	0.036774706
	

	101308126
	2.224
	0.348
	1.23E-04
	0.168289363
	

	101308181
	0.710
	0.222
	7.27E-07
	0.203499681
	

	101309348
	0.980
	0.076
	3.75E-04
	0.763097672
	

	101309440
	3.036
	1.580
	1.19E-11
	8.66E-25
	

	101311296
	-1.570
	0.083
	1.29E-06
	0.749793434
	

	101311687
	0.715
	0.256
	7.80E-04
	0.194692274
	

	101312971
	0.478
	0.128
	0.004176621
	0.448867337
	

	101314504
	-1.266
	-0.474
	9.82E-13
	0.007990065
	

	101314946
	1.456
	0.297
	1.14E-13
	0.154402347
	


Supplementary Data 9: Comparison of the transcriptome data for genes involved in glycolysis metabolism in ripen fruits from DHT/CK growing conditions.
	Gene ID
	log2(HT/CK)
	log2(LT/CK)
	Pvalue(HT/CK)
	Pvalue(LT/CK)
	Type

	101291684
	1.173
	0.625
	1.53E-07
	0.018108939
	Glycolysis metabolism

	101294972
	1.681
	1.326
	5.06E-06
	2.31E-10
	

	101296032
	0.669
	-0.002
	0.001344708
	0.991335464
	

	101296227
	1.633
	0.567
	3.48E-27
	0.005807442
	

	101296540
	1.796
	0.245
	4.34E-08
	0.514455337
	

	101296609
	0.933
	-0.022
	0.002191625
	0.947491191
	

	101298203
	1.261
	0.598
	2.49E-15
	0.012024084
	

	101298526
	-2.822
	-1.640
	0.004265858
	0.077810207
	

	101299584
	1.406
	0.597
	2.75E-05
	0.198295283
	

	101299626
	-2.225
	-1.641
	0.001422633
	0.01378359
	

	101299735
	-0.975
	-0.523
	6.19E-05
	0.013709063
	

	101300952
	-0.491
	-0.234
	0.004461474
	0.088591762
	

	101300962
	0.881
	0.312
	6.99E-05
	0.188030692
	

	101301920
	0.889
	0.167
	4.56E-05
	0.304925163
	

	101302670
	1.079
	0.077
	9.40E-04
	0.849671256
	

	101304303
	0.512
	0.080
	0.002126638
	0.649406626
	

	101304611
	1.283
	0.614
	5.37E-07
	0.029251564
	

	101305174
	1.022
	-0.021
	2.82E-07
	0.93552751
	

	101305245
	0.751
	0.066
	4.65E-05
	0.716501525
	

	101306411
	1.015
	0.056
	1.81E-05
	0.847094049
	

	101307487
	0.747
	0.470
	2.94E-07
	0.055324079
	

	101308102
	-0.530
	-0.516
	1.40E-04
	3.27E-04
	

	101308461
	1.175
	0.547
	1.64E-06
	0.034559321
	

	101309348
	0.980
	0.076
	3.75E-04
	0.763097672
	

	101311060
	1.189
	0.522
	9.23E-04
	0.1151413
	

	101311377
	1.039
	0.071
	1.32E-05
	0.75820481
	

	101311533
	-1.063
	-0.267
	4.20E-04
	0.338185795
	

	101312911
	1.296
	0.743
	1.94E-11
	0.006981164
	

	101314663
	1.056
	0.052
	3.74E-08
	0.727816176
	


Supplementary Data 10: Comparison of the transcriptome data for genes involved in fatty acid metabolism in ripen fruits from DHT/CK growing conditions.
	Gene ID
	log2(HT/CK)
	log2(LT/CK)
	Pvalue(HT/CK)
	Pvalue(LT/CK)
	Type

	101291943
	1.891
	0.702
	4.66E-10
	0.063420391
	Fatty acid metabolism

	101296789
	1.321
	0.538
	4.62E-09
	0.015710252
	

	101297137
	-3.784
	1.267
	6.31E-04
	0.103777909
	

	101298282
	2.733
	1.030
	4.70E-19
	0.003960282
	

	101303102
	-1.235
	-0.469
	0.002268853
	0.064188137
	

	101304097
	-0.560
	0.341
	5.30E-04
	0.086079712
	

	101305233
	2.185
	0.721
	1.37E-07
	0.078248843
	

	101306237
	0.866
	0.426
	4.43E-05
	0.053595457
	

	101307471
	0.833
	0.471
	0.001082738
	0.066983875
	

	101311297
	1.216
	0.410
	9.89E-10
	0.041491652
	

	101313371
	1.896
	0.303
	2.53E-15
	0.20939923
	

	101313429
	2.436
	0.483
	1.91E-04
	0.207384353
	

	101313605
	0.801
	0.214
	1.59E-04
	0.349398975
	

	101314370
	0.646
	0.459
	0.001132915
	0.018803576
	


Supplementary Data 11: Comparison of the transcriptome data for genes involved in TCA cycle, fructose and mannose metabolism in ripen fruits from DHT/CK growing conditions.

	Gene ID
	log2(HT/CK)
	log2(LT/CK)
	Pvalue(HT/CK)
	Pvalue(LT/CK)
	Type

	101291684
	1.173
	0.625
	1.53E-07
	0.018108939
	TCA cycle

	101292674
	0.550
	0.045
	0.002031042
	0.827044414
	

	101296227
	1.633
	0.567
	3.48E-27
	0.005807442
	

	101298203
	1.261
	0.598
	2.49E-15
	0.012024084
	

	101299699
	0.642
	0.311
	6.65E-04
	0.094042057
	

	101303399
	0.761
	0.172
	3.67E-05
	0.323611893
	

	101303935
	0.601
	0.104
	1.87E-05
	0.622574628
	

	101306899
	0.608
	-0.220
	6.88E-04
	0.190851734
	

	101308461
	1.175
	0.547
	1.64E-06
	0.034559321
	

	101310653
	-3.052
	-1.771
	0.001613992
	0.042932414
	

	101312911
	1.296
	0.743
	1.94E-11
	0.006981164
	

	101294972
	1.681
	1.326
	5.06E-06
	2.31E-10
	Fructose and mannose

metabolism

	101296609
	0.933
	-0.022
	0.002191625
	0.947491191
	

	101296775
	2.686
	0.777
	6.12E-08
	0.163993682
	

	101298526
	-2.822
	-1.640
	0.004265858
	0.077810207
	

	101299626
	-2.225
	-1.641
	0.001422633
	0.01378359
	

	101301920
	0.889
	0.167
	4.56E-05
	0.304925163
	

	101302670
	1.079
	0.077
	9.40E-04
	0.849671256
	

	101304303
	0.512
	0.080
	0.002126638
	0.649406626
	

	101305245
	0.751
	0.066
	4.65E-05
	0.716501525
	

	101305498
	0.577
	0.167
	5.86E-04
	0.320351507
	

	101306411
	1.015
	0.056
	1.81E-05
	0.847094049
	

	101311377
	1.039
	0.071
	1.32E-05
	0.75820481
	

	101312911
	1.296
	0.743
	1.94E-11
	0.006981164
	


